
Supplement

Figure S1: The diagram shows the Mendelian randomization (MR) framework in the current paper. MR utilizes genetic variation as 
an instrumental variable (IV) to investigate the causal association between exposure and outcome in non-experimental data. For 
a genetic variant to be a valid instrumental variable, several main assumptions should be satisfied. (i) The IVs (SNPs) are strongly 
associated with exposure (s) and should be clearly quantifiable. (ii) The SNPs are not linked with any confounder of the exposure-
outcome association. (iii) The SNPs do not affect the outcome, except possibly through their association with the exposure(s).

Figure S2: The figure shows the relationship between the undefined causal variables and cardiovascular disease. A: Angina~MUFA; 
B: Atherosclerotic~MUFA; C: Ischemic heart disease~MUFA; D: Myocardial infarction ~MUFA; E: Hypertension ~MUFA
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Figure S3: The scatter plot shows the genotype summary level data points and the fitted MR-Egger model.
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Figure S4: The figure shows outliers based on MR-PRESSO, RadialMR, and Cook’s distance.
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Figure S5: The figure shows the densities of the IV estimates using different values of the phi parameter.
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Figure S6: The figure shows the comparison of the causal estimates from the various Mendelian randomization methods and 
a scatter plot of the potential effects of MUFA-associated SNPs on cardiovascular diseases.
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Figure S7: The figure shows the leave-one-out plot to assess whether a single variant is driving the association between MUFA 
and cardiovascular diseases.
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Figure S8: The figure shows the funnel plot of the causal association between MUFA and cardiovascular diseases.
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Figure S9: The figure shows the forest plot of variant-specific inverse variance estimates for the causal association between 
MUFA and cardiovascular diseases.

Figure S10: The figure shows the steps of two-sample Mendelian randomization.


